
 
CONSTRUCTION OF STANDARD CURVES using GBlock 

1. Create an account in www.idtdna.com 

2. Go to products and services 

3. Select gBlocks® Gene Fragments. The price depends on the size of the DNA sequence 

4.  Select Order 

5. Insert name of the sequence and the length of the synthetic DNA you want. 

For HAdV 

 

 

For MS2 

 

 

6. When the stock arrive follow instruction for resuspension  

7. Centrifuge the tube for 3-5 sec at a minimum of 3000 x g to ensure the material is in 

the bottom of the  tube. 

8. Add TE to reach a final concentration of 10 ng/ul. In the sheet attach with the product 

you can see the amount of DNA in ng. 

http://www.idtdna.com/


 

 
9. Vortex briefly. 

10. Incubate at 50º C for 20 minutes. 

11. Briefly vortex and centrifuge. 

12. The tube resuspended have to be at -20ºC 

13. Quantify the gblock to know the exact amount of DNA per ul. We recommend Qubit R 

to do that. Normally less than 10 ng/ul. 

14. Insert the data in the following excel sheet (double click on the table) 

 

 

Concentrations

qubit measure 7,29 ng/ul

molecular weight 213696,6

lenght in base pairs 273

Standard calculation

lenght 273 pb

plasmid concentration 7,29 ng/µl

Molecular weight 213696,60 u.m.a

concentration genomic copies /gr 2,82E+18 cg/gr

volumen of TE buffer 995,13 ul

stock concentration / ml 1,00E+11 1,00E+10 1,00E+09 1,00E+08 1,00E+07

genomic copies in 10 ul of reaction 1,00E+09 1,00E+08 1,00E+07 1,00E+06 1,00E+05

genomic copies in 5  ul of reaction 5,00E+08 5,00E+07 5,00E+06 5,00E+05 5,00E+04

volume that has 1E+11 genomic copies 4,87
µl

 ng for 1E+11 genomic copies 35,49
ng

 

 

15. The volume that has 1E+E11 genomic copies is diluted with the complement of TE to 

get 1ml 



 
16. Serially dilute the DNA in order to obtain dilutions per 10 or 5 µl. See the table in the 

excel sheet. 

17. Test each dilution by triplicate in a qPCR reaction. Make sure signal (fluorescence, Ct 

values<40) appear after 5x100 copies/5µl for RNA or 1x100 copies/10µl for DNA 

triplicates. If the signal appears at lower dilutions, the standard curve is not well 

constructed. 

 

Annex 

Sequences of the GBlock for the qPCR of Human adenoviruses and the bacteriophage MS2 

>HAdV 

ATGATGCCGCAATGGTCTTACATGCACATCGCCGGGCAGGACGCCTCGGAGTATCTGAGC

CCGGGCACACACACACACCTGGTGCAATTTGCCCGCGCCACCGATACGTACTTCAGCCTG

GGGAACAAGTTCAGAAATCCCGCTGCGATTCGTGCCAGTCGACCGCGAGGACACCGCTTA

TTCTTACAAAGTGCGCTTTACGCTGGCCGTGGGCGACAACCGGGTGTTGGACATGGCCAG

CACCTACTTTGACATCCGCGGCGTGCTGGATCG 

 

>MS2 

CGTCGTAAGGTGCCTACAAGCGAAGTGGGTCATCGTGGGGTCGCCCGTACGAGGAGAAA

GCCGGTTTCGGCTTCTCCCTCGACGCACGCTCCTGCTACAGCCTCTTCCCTGTAAGCCAA

AACTTGACTTACATCGAAGTGCCGCAGAACGTTGCGAACCGGGCGTCGACCGAAGTCCTG

CAAAAGGTCACCCAGGGTAATTTTAACCTTGGTGTTGCTTTAGCAGAGGCCAGGTCGACAG

CCTCACAACTCGCGACGCAAACCATTGCGCTCGTGAAGGCGTACACTGCCGCTCGTCGCG

GTAATTGGCGCCAGGCGCTCCGCTACCTTGCCCTAAACGAACTGTC 

 

 


